OBJACTh AKKPEJUTAIIMU UCNBITATEJIBHOM JABOPATOPHU (IIEHTPA)

UcnerratenpHast nadoparopust PenepanbHOro O KeTHOrO yupexaeHus «I ocy1apcTBEHHbIH PerHOHANIBHBIA EHTP CTAaHAAPTU3ALNH,

MeTpoJIorHH U ucnbiTanuii B Kemeposckoii obmactuy

HAUMEHOBAHIE UCNBIMAMENbHOT 1adopamopul (yenmpa)
YHUKaJIbHBIA HOMEP 3aImiucH 00 aKKpEAUTAIMU B peecTpe akkpeauToBaHHbix Jui RA RU.211TY 19

650070, POCCH A, Kemeposckas obnacts, r Kemeporo, yi. TepemkoBoi, 1. 53

adpec mecma ocyujecmeenus OessmelbHOCHIL

JIOKYMEHTHI,
Ne ic?sﬁgngﬁz?;? Onpeaesemas Jwunanazon
- p s Haumenosanne o6bekTa Koz OKIIJ 2 Kox TH B3 EADC XapaKTEPUCTHKA
/i HCCIICAOBAHMI OTIPCACTICHUS
. (moxasare;in)
(ucnbITaHwMIA),
U3MEPEHHU
1 2 3 4 5 6 7
8}'33'3;‘0334?12}: 0201-0210, 0301-0308,
03; 11’ 4 ’03 '11 6 0401-0406, 0407-0408,
S A 0409, 0410, 0504, 0701-
03.12.1-03.12.3, KomuecTso
0714, 0801-0814, 0901-
03.21.1-03.21.5, ME30(HITBHBIX
03.22.1-03.22.4, 10.11- | 0910, 1101-1109,1201- a3pOOHBIX U
1 T'OCT 10444.15 ITpoaykThl UIIECBBIE Y DO 1214, 1301, 1302, 1501- P (1-9,9)-10°KOE/T (cM?)
10.13, 10.20, 10.31, (haKy IbTATHBHO
1522, 1601-1605, 1701-
10.32, 10.39, 1041, 1704. 1801 aHA3POOHBIX MHKPOOPTAHH3MOB
10.42,10.51, 10.52, 1803-1806: 1901’_1905, (KMA®AHM)
1061, 10.62, 10.71-
10.73, 10.81-10.86 2001-2009,
10.89, 11.01-11.07 2101-2106, 2201-2209




Ha 14 mmcrax, mmct 2

4

7

T'OCT P 52816
m 9.1,
m 10

IumeBsIe MPOMY KTHL,
KpPOME MOJIOKA H
MOJIOYHBIX POy KTOB

01.47.2,01.49.21-
01.49.24,03.11.1-
03.11.4,03.11.6,
03.12.1-03.12.3,
03.21.1-03.21.5,
03.22.1-03.22.4,
10.11 - 10.13,
10.20, 10.31, 10.32,
10.39, 10.41, 10.42,
10.61, 10.62, 10.71 -
10.73, 10.81 — 10.86,
10.89, 11.01 — 11.07

0201-0210, 0301-0308,
0407-0408, 0409, 0410,
0504, 07010714, 0801-
0814, 0901-0910, 1101-
1109, 1201-1214, 1301,
1302, 1501-1522, 1601-
1605, 1701-1704, 1801,
1803-1806, 1901-1905,
2001-2009,
2101-2106, 2201-2209

Bakrepuu rpyIThl KAIICTHBIX
majouck (BI'KII, xomudopmubie
Gakrepun)

OOHAPYKCHBI/HE
OGHAPYIKEHBI B X T (CM?)

HPOJYKTA

T'OCT 31747
m 9.1,
m 10

IumeBbIe MPOIY KTHL,
KpPOME MOJIOKA H
MOJIOYHBIX IPOIYKTOB

01.47.2,01.49.21-
01.49.24,03.11.1-
03.11.4,03.11.6,
03.12.1-03.12.3,
03.21.1-03.21.5,
03.22.1-03.22.4,
10.11 - 10.13,
10.20, 10.31, 10.32,
10.39, 10.41, 10.42,
10.61, 10.62, 10.71 -
10.73, 10.81 — 10.86,
10.89, 11.01 — 11.07

0201-0210, 0301-0308,
0401-0406, 0407-0408,
0409, 0410, 0504, 0701-
0714, 0801-0814, 0901-
0910, 1101-1109, 1201-
1214, 1301, 1302, 1501-
1522, 1601-1605, 1701-
1704, 1801,
1803-1806, 1901-1905,
2001-2009,
2101-2106, 2201-2209

Bakrepuu rpymIThl KAIICTHBIX
majouck (BI'KII, xomugopmubic
Gakrepun)

0OHAPYKCHBI/HE
OGHAPYIKEHBI B X T (CM7)

HPOJYKTA

I'OCT P 52815
m 8.1,
m 9.1,
m 9.2,
m 9.3,
m 9.4,
m 9.5,
m 9.7

IumeBbIe MPOMY KTHL,
KpPOME MOJIOKA H
MOJIOYHBIX IPOIYKTOB

01.47.2,01.49.21-
01.49.24,03.11.1-
03.11.4,03.11.6,
03.12.1-03.12.3,
03.21.1-03.21.5,
03.22.1-03.22.4,
10.11 -10.13,
10.20, 10.31, 10.32,
10.39, 10.41, 10.42,
10.61, 10.62, 10.71 -
10.73, 10.81-10.86,
10.89, 11.01-11.07

0201-0210, 0301-0308,
0401-0406, 0407-0408,
0409, 0410, 0504, 0701-
0714, 0801-0814, 0901-
0910, 1101-1109, 1201-
1214, 1301, 1302, 1501-
1522, 1601-1605, 1701-
1704, 1801,
1803-1806, 1901-1905,
2001-2009,
2101-2106, 2201-2209

Staphylococcus aureus (S. aureus),
KOary 1a30M0J0KUTEIbHbII
CTAHITOKOKK

0OHAPYKCHBI/HE
OGHAPYIKEHBI B X T (CM7)

HPOJYKTA




Ha 14 mucrax, jmcr 3

4

5

7

I'OCT 31746
m 8.1,
m 9.1,
m 9.2,
m 9.3,
m 9.4,
m 9.5,
m 9.7

IumeBsIe MPOMY KTHL,
KpPOME MOJIOKA H
MOJIOYHBIX POy KTOB

01.47.2,01.49.21-
01.49.24,03.11.1-
03.11.4,03.11.6,
03.12.1-03.12.3,
03.21.1-03.21.5,
03.22.1-03.22.4,
10.11 - 10.13,
10.20, 10.31, 10.32,
10.39, 10.41, 10.42,
10.61, 10.62, 10.71 -
10.73, 10.81 — 10.86,
10.89, 11.01 — 11.07

0201-0210, 0301-0308,
0401-0406, 0407-0408,
0409, 0410, 0504, 0701-
0714, 0801-0814, 0901-
0910, 1101-1109, 1201-
1214, 1301, 1302, 1501-
1522, 1601-1605, 1701-
1704, 1801,
1803-1806, 1901-1905,
2001-2009,
2101-2106, 2201-2209

Staphylococcus aureus (S. aureus),
KOary 1a30M0J0KUTEIbHbII
CTAHITOKOKK

OOHAPYKCHBI/HE
OGHAPYIKEHBI B X T (CM?)

HPOJYKTA

T'OCT 30347
m8.1

MOoT0K0 H MOJIOYHASA
TPOIYKITHS

01.42.2,01.49.22,
10.51, 10.52, 10.86,
10.89.19

0401-0406

Staphylococcus aureus (S. aureus)

OOHAPYKCHBI/HE
OOHAPYIKEHBI B x CM° (T)

HPOJYKTA

I'OCT P 52814

IIumeBbie MPOAYKTHI

01.47.2,01.49.21-
01.49.24,03.11.1-
03.11.4,03.11.6,
03.12.1-03.12.3,
03.21.1-03.21.5,
03.22.1-03.22.4,
10.11 - 10.13,
10.20, 10.31, 10.32,
10.39, 10.41, 10.42,
10.51, 10.52, 10.61,
10.62, 10.71 - 10.73,
10.81 - 10.86, 10.89,
11.01 - 11.07

0201-0210, 0301-0308,
0401-0406, 0407-0408,
0409, 0410, 0504, 0701-
0714, 0801-0814, 0901-
0910, 1101-1109, 1201-
1214, 1301, 1302, 1501-
1522, 1601-1605, 1701-
1704, 1801,
1803-1806, 1901-1905,
2001-2009,
2101-2106, 2201-2209

Bakrepuu poxa Salmonella,
pkmrouast Salmonella Typhi u
Salmonella Paratyphi

0OHAPYKCHBI/HE
OOHAPYZKEHBI B X T (CM°)

HPOJYKTA

I'OCT 31659

IIumeBbie MPOAYKTHI

01.47.2,01.49.21-
01.49.24,03.11.1-
03.11.4,03.11.6,
03.12.1-03.12.3,
03.21.1-03.21.5,
03.22.1-03.22.4,
10.11 - 10.13,
10.20, 10.31, 10.32,
10.39, 10.41, 10.42,
10.51, 10.52, 10.61,
10.62,10.71 - 10.73,
10.81 - 10.86, 10.89,
11.01 — 11.07

0201-0210, 0301-0308,
0401-0406, 0407-0408,
0409, 0410, 0504, 0701-
0714, 0801-0814, 0901-
0910, 1101-1109, 1201-
1214, 1301, 1302, 1501-
1522, 1601-1605, 1701-
1704, 1801,
1803-1806, 1901-1905,
2001-2009,
2101-2106, 2201-2209

Bakrepuu poxa Salmonella,
pkmrouast Salmonella Typhi u
Salmonella Paratyphi

O0OHAPYKCHBI/HE
OOHAPYZKEHBI B X T (CM°)

HPOJYKTA




Ha 14 mcrax, muct 4

| 1 | 2 3 4 5 6 7
0201-0210
0301-0308
IIuimeBbie MPOIYKTHL, B 0401-0408
’ 0801-0802
TOM HHCIIC Ha PO KTEI 01.47.2,01.49.21- 0810
ACTCKOIO, JICUCOHOT0 1 01.49.24,03.11.1- 1202
TOCT P 51921 CTICIMAT3HPOBARHOTO 03.11.4,03.11.6, 1206
m71, [IHTAHMA: MACO, BRIOHAL 03.12.1-03.12.3, 1501-1502
m72, MJACO MTHIEL CyONPOAyKTEI 03.21.1-03.21.5, 1601-1602
m 7.3, 1 MUICHBIC TIPOAIYKCTET, 03.22.1-03.22.4, 1604-1605 OOHApY JKeHbI/HE
9 m 7.4, PHIOY, HEPLIGHBIE OOBKTEI 10.11 - 10.13, 1701 Baxrepuu Listeria monocytogenes | oGHapys;KeHBI B x cM° (T)
m75.1.1, TIDOMBICIIA H MPOLYKTBL, 10.20, 10.31, 10.32, 1704 MPOAyKTA
m7.52, BLIPAGATLIBACMBIC 3 HHX; 10.39, 10.41, 10.42, 1805-1806
n7.53, MOJIOKO H MOJIO'IHEIC 10.51, 10.52, 10.61, 1902
m7.5.4 “ﬂﬁ)‘;‘;‘ iaelf;;?;{ 10.62, 10.71 - 10.73, 1904-1905
’ 10.81 - 10.86, 10.89, 2006-2009
CBCIKE3AMOPOKCHHBIC 11.01-11.07 2101
OBOIIH, KAPTO (I)em:, canaTtel ' ) 2103
U3 OBOLIICH 2105
2202-2203
2206
01.47.2,01.49.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4,03.11.6, 0401-0406, 0407-0408,
FOHCTlgle“ 03.12.1-03.12.3, 0409, 0410, 0504, 0701-
ey 03.21.1-03.21.5, 0714, 0801-0814, 0901-
03 03.22.1-03.22.4, 0910, 1101-1109, 1201- OBHADY KCHBI/HE
10 r[. 1 0' 4’ IIumeBbie MPOAYKTHI 10.11 - 10.13, 1214, 1301, 1302, 1501- | Bakrepuu Listeria monocytogenes | oOHApYKeHBI B X T (CM®)
oS 10.20, 10.31, 10.32, 1522, 1601-1605, 1701- NpoAyKTa
e 10.39, 10.41, 10.42, 1704, 1801,
rea 10.51, 10.52, 10.61, 1803-1806, 1901-1905,
S 10.62, 10.71 - 10.73, 2001-2009,
10.81 - 10.86,10.89, | 2101-2106, 2201-2209
11.01 - 11.07




Ha 14 mucrax, qmct 5

| 1 | 2 3 4 5 6 7 |
KomaecTBo Me30(hHIbHBIX
a3pOOHBIX ¥ (aKyIBTATHBHO- (1-9.9)- 10" KOE/r (car’)
aHa3POOHBIX MUKPOOPTAHH3MOB
(KMA®AHM)
BakTepuu rpy bl KHIICYHBIX 06Hapy>1<eH1>1/He3
nanouex (BIKTT) 0OHApY KEHBI B X cM° (T)
MPOIYKTA
I'OCT 32901 Cocras 3akBacOYHOH
m 8.4, 01.42.2,01.49.22, MHKPO(IOPHI
11 m 8.5.1, Moa0x0 1 MOJIOYHAS 10.51, 10.52, 10.86, 0401-0406 (JlaxkToKOKKH, TCPMO(HITEHEIC
m 8.5.3, POy KIHA 10.89.19 MOJIOYHOKHCJIBIE CTPENTOKOKKH,
m 8.7, MOJIOYHOKHCJIBIE CTPENTOKOKKH, 6 ”
m 8.8 Oonrapckad MOJOYHOKHCIAA OOHAPYKCHD
TMAJI0YKa, a0 QruibHas HC 0GHAPY AHCHEL
MOJIOYHOKHCIIAS MAJTOYKA,
JPOOKH, anuI0(IIbHAS
MOJIOYHOKHCIIAS MAJTOYKA,
ondumodaxTepun)
IIpoMbIIIICHHASA CTEPUIBLHOCTD COOTBETCTRYCT/
HE COOTBETCTBYET
01.47.2,01.49.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4, 03.11.0, 0401-0406, 0407-0408,
03.12.1-03.12.3, 0409, 0410, 0504, 0701-
03.21.1-03.21.5, 0714, 0801-0814, 0901-
03.22.1-03.22 4, 0910, 1101-1109, 1201- Baxrepii posios Profeus 0OHApy KCHBI/HE
12 I'OCT 28560 IIumeBbie MPOAYKTHI 10.11 - 10.13, 1214, 1301, 1302, 1501- Providencia Morganellap OOHAPYIKEHBI B X T (CM°)
10.20, 10.31, 10.32, 1522, 1601-1605, 1701- ’ MPOIyKTa
10.39, 10.41, 10.42, 1704, 1801,
10.51, 10.52, 10.61, 1803-1806, 1901-1905,
10.62, 10.71 - 10.73, 2001-2009,
10.81 - 10.86, 10.89, 2101-2106, 2201-2209
11.01 - 11.07




Ha 14 nmmcrax, mcr 6

| 1 | 2 3 4 5 6 7 |
ITpoaykTsl KomaecTBo Me30(hHIbHBIX
0¢3aIKOTOTEHOH a3poOHBIX U (DaKyTBTATHBHO- (1-9,9)-10° KOE/r (cM)
FOCT 30712 HPOMBIIICHHOCTH aH£2<3p06HI>IX MHKPOOPTaHA3MOB
m6.1, (0e3aMKOTOBHEIC H OJIMYCCTBO ME30(PHITHHBIX (1-9.9)- 10" KOE/r (cxr)
13 .62, C1a00aTKOTOTEHEIC 11.01-11.07 2201-2208 a3POOHBIX MEKPOOPTAHH3MOB
HAIUTKH, CHPOIIBI, Bakrepun rpymbI KHIICYHBIX
m 6.3, 0OHApY KCHBI/
64 KOHIICHTPAThl HATKOB B TAJIOYCK (Komzl(lzopMHLIX He OGHADYKEHEL
TMOTPCOUTCTIHLCKOM Tape, OakTepmii)
HAIIMTKH HA 3€PHOBOM Jposioxu (1-9.9)-10" KOE/r (cv?)
CBIPBE) ITxecHEeBBIE TPHOBI (1-9,9)-10°* KOE/r (cm?)
01.47.2,01.49.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4,03.11.6, 0401-0406, 0407-0408,
03.12.1-03.12.3, 0409, 0410, 0504, 0701-
03.21.1-03.21.5, 0714, 0801-0814, 0901-
L mp— 03.22.1-03.22 4, 0910, 1101-1109, 1201- T — OOHAPYKCHBI/HE
14 T'OCT 29185 KODMA JA FKHBOTHBIX 10.11 - 10.13, 1214, 1301, 1302, 1501- KIOCTHIEH OOHAPYZKEHBI B X T (CM°)
10.20, 10.31, 10.32, 1522, 1601-1605, 1701- MPOAyKTA
10.39, 10.41, 10.42, 1704, 1801,
10.51, 10.52, 10.61, 1803-1806, 1901-1905,
10.62, 10.71 - 10.73, 2001-2009,
10.81 - 10.86, 10.89, 2101-2106, 2201-2209
11.01 - 11.07
01.47.2,01.49.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4,03.11.6, 0401-0406, 0407-0408,
03.12.1-03.12.3, 0409, 0410, 0504, 0701-
03.21.1-03.21.5, 0714, 0801-0814, 0901-
03.22.1-03.22 4, 0910, 1101-1109, 1201- 6 J
15 TOCT 30726 TTHIEBbIE TIPOAYKTHI 10.11 - 10.13, 1214, 1301, 1302, 1501- Escherichia coli (E. coli) OOHAPYKCHE
10.20, 10.31, 10.32, 1522, 1601-1605, 1701- HE OOHApY KCHBL
10.39, 10.41, 10.42, 1704, 1801,
10.51, 10.52, 10.61, 1803-1806, 1901-1905,
10.62, 10.71 - 10.73, 2001-2009,
10.81 - 10.86, 10.89, 2101-2106, 2201-2209
11.01 -11.07




Ha 14 mucrax, mmct 7

| 1 | 2 3 4 5 6 7
01.47.2,01.49.21-
0013'4191'2;“(?33 '1111'61' 0201-0210, 0301-0308,
03' 12’ 1’_03 '12'3 ’ 0401-0406, 0407-0410,
03'21'1_03'21'5’ 0504, 0701-0714, 0801- Bakrepuu poga
N LY 0814, 0901-0910, 1101- Enterococcus/IHTCPOKOKKH
03.22.1-03.22 4, 1109, 1201-1214, 1301 (Streptococcus faecalis 0OHAPYKCHBI/
16 TOCT 28566 TTHImeBbIC PO LY KTHI 10.11 - 10.13, : o P us Jaccatis, Py
1302, 1501-1522, 1601- Streptococcus faecium, HE 0OHAPY KEHBI
10.20, 10.31, 10.32, ;
1605, 1701-1704, Streptococcus avium,
10.39, 10.41, 10.42, .
1801,1803-1806, 1901- Streptococcus gallinarum)
10.51, 10.52, 10.61,
1905, 2001-2009,
10.62,10.71 - 10.73, 2101-2106, 2201-2209
10.81 — 10.86, 10.89, :
11.01 — 11.07
01.47.2,01.49.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4,03.11.6, 0401-0406, 0407-0410, ) 1nn 3
03.12.1-03.12.3, 0504, 0701-0714, 0801- Hporcia (1-9,9)-10" KOE/r (en)
03.21.1-03.21.5, 0814, 0901-0910, 1101-
ITumeBbie TPOIYKTHI U 03.22.1-03.22 4, 1109, 1201-1214, 1301,
17 TOCT 10444.12 KOPMA JJI1 JKUBOTHBIX 10.11-10.13, 1302, 1501-1522, 1601-
10.20, 10.31, 10.32, 1605, 1701-1704, 1801,
10.39, 10.41, 10.42, 1803-1806, 1901-1905,
10.61, 10.62, 10.71 - 2001-2009, 2101-2106, s
10.73, 10.81-10.86, 2201-2209 Tnecerm/TLICCHEBHIE TPHOBI (1-9.9)-10" KOE/r (em”)
10.89,11.01-11.07
01.42.2,01.49.22, Jposxcku (1-9,9)-10" KOE/r (cm?)
18 TOCT 33566 MO“OK‘:) " Mogqm" 10.51, 10.52, 10.86, 0401-0406
TPOAYKIL 10.89.19 TIneCHeBble IPHOBL (1-9,9)- 10" KOE/r (cv®)
MO I0YHOKHCTIBIE
MHKpPOOpranu3Mbl Me3o(humsHble
MOIOKO H MOTOHHAS 01.42.2,01.49.22, MOJIOYHOKHCIBIC OAKTCPHH H/HTH
19 I'OCT 33951 o - 10.51, 10.52, 10.86, 0401-0406 TepMO(pHIBHBIC MOJIOUHOKHCIBIC (1-9,9)-10° KOE/r (cm?)
TPOLy KX 10.89.19 OaKTCpPHH W/HITH COBMCCTHO
Me30(prIIbHBIC U TepMO(HITBHBIC
MOJIOYHOKHCIIBIC OaKTEpHH




Ha 14 mucrax, mmct 8

| 1 | 2 3 4 5 6 7
01.47.2,0149.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4,03.11.6, 0401-0406, 0407-0410,
03.12.1-03.12.3, 0504, 07010714, 0801-
03.21.1-03.21.5, 0814, 0901-0910, 1101- MOoJIOYHOKHC TBIC
IumeBbIe MPOAYKTHI H 03.22.1-03.22 4, 1109, 1201-1214, 1301, MHKPOOPTaHU3MBL/ 90y 1m 3
20 TOCT 10444.11 KOPMA JJI1 JKUBOTHBIX 10.11 - 10.13, 1302, 1501-1522, 1601- Me30(HIbHBIC MOJIOTHOKHCITHIC (1-9.9)-10" KOE/r ()
10.20, 10.31, 10.32, 1605, 1701-1704, 1801, Oaxrepuu
10.39, 10.41, 1042, 1803-1806, 1901-1905,
10.61, 10.62, 10.71 - 2001-2009, 2101-2106,
10.73, 10.81 — 10.86, 2201-2209
10.89,11.01 - 11.07
MOIOKO H MOTOHHAS 01.42.2,01.49.22,
21 T'OCT 33924 10.51, 10.52, 10.86, 0401-0406 Budpunobakxrepun (1-9,9)-10° KOE/T (cm?)
TPOIYKITHS
10.89.19
01.47.2,01.49.21-
0013;4191'22?’(?33 .1111.61- 0201-0210, 0301-0308,
03' 12’ 1’_03 '12'3 ’ 0401-0406, 0407-0410,
N L 0504, 07010714, 0801-
03.21.1-03.21.5,
03.22.1-03.22.4 0814, 09010910, 1101- 0GHAPY KEHBI/HE
I'OCT ISO/TS ITumeBbie TPOIYKTHI U P L 1109, 1201-1214, 1301, Vibrio spp. (Vibrio Py 3
22 10.11 - 10.13, o o 0OHAPY KEHBI B X T (CM°)
21872-1 KOPMa I JKUBOTHBIX 1302, 1501-1522, 1601- parahaemoliticus, Vibrio cholera)
10.20, 10.31, 10.32, MpoAyKTa
1605, 1701-1704, 1801,
10.39, 10.41, 1042,
1803-1806, 1901-1905,
10.51, 10.52, 10.61,
2001-2009, 2101-2106,
10.62, 10.71 - 10.73, 22012209
10.81 — 10.86, 10.89, 1
11.01-11.07
01.47.2,0149.21-
01.49.24,03.11.1- 0201-0210, 0301-0308,
03.11.4,03.11.6, 0401-0406, 0407-0410,
03.12.1-03.12.3,03.21.1 | 0504,0701-0714, 0801-
-03.21.5, 03.22.1- 0814, 0901-0910, 1101-
IIumeBbie TPOIYKTHI U 03.22.4,10.11 - 10.13, 1109, 1201-1214, 1301, Bacillus cereus (mpe3y MIITHBHEIC 0 0v. 100 3
23 TOCT 10444.8 KOPMAa JJI1 JKHBOTHBIX 10.20, 10.31, 10.32, 1302, 1501-1522, 1601- B. cereus) (1-9.9)-10" KOE/r ()
10.39, 10.41, 1042, 1605, 1701-1704, 1801,
10.51, 10.52, 10.61, 1803-1806, 1901-1905,
10.62, 10.71 - 10.73, 2001-2009, 2101-2106,
10.81 - 10.86, 10.89, 2201-2209
11.01-11.07




Ha 14 mucrax, mmct 9

| 1 | 2 3 4 5 6 7
Me3so¢ursHbIC a3pOOHEIC, oBHApY KeHb/
(paKy TbTATHBHO-aHA3POOHBIC H
HE 00HAPY KEHBI
H aHA3POOHBIC MUKPOOPTAHM3MbI
H3KOKHCIIOTHBIC
KOHCEPBBI (TPy MBI A) TepMopuIbHEIE A3POCHBIC,
0OHApY KCHBI/
(paKky TbTATHBHO-aHA3POOHBIC H
HE 0OHAPY KEHBI
aHA3POOHBIC MUKPOOPTAHM3MbI
MesoumsHble aHAIPOOHBIC 0OHapy KEHBI/
MHKPOOPIaHH3MBbI HE 00HAPY KEHBI
[TnecHeBble TPHOBI O0HAPYICHBI/
HE 00HAPY KEHBI
Koncepssl rpynn b u B
0oOHApY KCHBI/
Jpoxoxu
HE 00HAPY KEHBI
Mono4HOKHCITBIE 0OHapy KEHB/
MHKPOOPIaHH3MBbI HE 0OHAPY KEHBI
100 3
10.13.15. 10.20.25, [MnecHeBbic TPHOB (1-9,9)-10* KOE/r (cMm?)
10.20.34, 10.31, 10.39 0401-0405, 1602, 1604
T'OCT 30425 Koncepss rpymmst I > T B > ’ ’ 0HOKH 1-9,9)-10" KOE/r (cM®
24 oc PERLTDY 10.51.51, 10.51.50, 1605, 2001-2006, 2008 a ( ) (o)
M
10.86.10 ONIOYHOKHCITBIC (1-9,9)-10" KOE/r (cn®)
MHKPOOPIaHH3MBbI

KoHueHTpHpOBaHHBIC
IJI0A0BO-ATOTHBIC
KOHCEPBBI Ipy sl I

ITacTepu3oBanHbIC
Ta3UPOBAHHBIE (PPYKTOBBIC
COKHM M HAITUTKH

(rpymmsl E)

[TnecHeBble TPHOBI

(1-9,9)-10" KOE/r (cM?)

Jposxku

(1-9,9)-10" KOE/r (cM?)

Meso(unbHbic a3pOOHBIE 1
(haky TbTATHBHO-aHA3POOHEIC
MHKPOOPIaHH3MBbI

(1-9,9)-10" KOE/r (cM?)

bakrepuu rpynimbl KHMICYHBIX
manoveK (Komm(pOpMHBIX
Gakrepuii)

0OHApY KCHBI/
HE 0OHAPY KEHBI

[TnecHeBble TPHOBI

(1-9,9)-10" KOE/r (cM?)

Jposxku

(1-9,9)-10" KOE/r (cM?)

MO TOYHOKHC IBIC
MHKPOOPTaHU3MBI

(1-9,9)-10" KOE/r (cM?)




Ha 14 mucrax, mmcr 10

| 1] 2 3 4 5 6 7
01.47.2,01.49.21-
0013'4191'2;"(?33 .1111.61- 0201-0210, 0301-0308,
03' 12’ 1’_03 '12'3 ’ 0401-0406, 0407-0410,
N N 0504, 0701-0714, 0801-
03.21.1-03.21.5,
03.22.1-03.22.4 0814, 0901-0910, 1101-
T'OCT 26669 IIuieBbie U BKYCOBBIE o NP 1109, 1201-1214, 1301,
25 10.11 - 10.13, [TpoSomoaroroska -
m2.2 POy KThI 1302, 1501-1522, 1601-
10.20, 10.31, 10.32,
1605, 1701-1704, 1801,
10.39, 10.41, 10.42,
1803-1806, 1901-1905,
10.51, 10.52, 10.61,
2001-2009, 2101-2106,
10.62, 10.71 - 10.73, 2201-2209
10.81 - 10.86, 10.89,
11.01 - 11.07
01.47.2,01.49.21- 0201-0210, 0301-0308,
01.49.24,03.11.1- 0401-0406, 0407-0408,
03.11.4,03.11.6, 0409, 0410, 0504, 0701-
03.12.1-03.12.3, 0714, 0801-0814, 0901-
03.21.1-03.21.5, 0910, 1101-1109, 1201-
03.22.1-03.22 4, 1214, 1301, 1302, 1501- OBHADY KCHEL/
26 I'OCT 10444.9 IIumeBbie MPOAYKTHI 10.11 - 10.13, 1522, 1601-1602 Clostridium perfringens 6py
10.20, 10.31, 10.32, 1604-1605, 1701- HC OOHAPYACHE
10.39, 10.41, 10.42, 1704, 1801,
10.51, 10.52, 10.61, 1803-1806, 1901-1905,
10.62, 10.71 - 10.73, 2001-2009,
10.81 -10.86, 10.89, 2101-2106, 2201-2209
11.01 - 11.07
rocT 211955'1 Escherichia coli (E. coli) Hgi%?gmiﬁjm
27 2. IIuteeBag Boga 11.07 2201, 2202 Py
n82, Komupopmusie Oaxrepru (BI'KIT) O0HApY KCHEI/
m 8.3 P P HE 00HAPY KEHBI
OOmiee KOTHIECTBO OaKTEpHUi
28 I'OCT 18963 m4.1 [MutbeBast BogA 11.07 2201, 2202 (OMY, OMHY mpu 37 °C) (1-9,9)-10" KOE/cm?




Ha 14 mucrax, mmcr 11

|1 | 2 3 4 5 6 7
Baxrepuu Buga Pseudomonas OBHADYIKCHEL/
29 T'OCT P 54755 [Tumessbie MPOIYKTHI 11.07 2201, 2202 aeruginosa (Pseudomonas Py
. HE 0OHAPY KEHBI
aeruginosa)
IIuteeBast Boga, Boga B
IIABATCIIBHBIX OacceiiHax, OBHADY HKCHbL/
30 CTB ISO 7899-2 H APYyTOH MpoIIeameH 11.07 2201, 2202 Kumieunsie 3HTEPOKOKKH Py
HE 0OHAPY KEHBI
JC3HH(DCKITFO BOIBI HITH
YHCTOM BOJBI
31 CTB ISO 6461-2 TTuTbeBas BoA 11.07 2201, 2202 Croper ey mburpeay mupyrompx | (venee 1-9.9)- 10 KOE/r
aHa3po06oB (clostridia) (cv?)
HWHruOupyromme BemecTsa: -
OTCYTCTBYET
3
SO — (menee 0,002 mr/ov?)/
NPUCYTCTBYET
(6oaee 0,002 mr/my)
OTCYTCTBYET
3
MOo0J0KO CBIPOE LEABHOE H Crrperrommms (menee 0,5 mr/am°)/
00E3KUPEHHOC, TIPUCYTCTBYET
TEPMHUYECKU (6osee 0,5 Mr/am>)
o00paboTaHHOE, OTCYTCTBYCT
32 IOCT 23454 1. 8 MPEABAPUTEIHLHO 01422, 014922, 0401 (menee 0,07 mr/mv®)/
10.51.11 TeTpauukiIvH
BOCCTAHOBIICHHOC H3 MPUCYTCTBYET
CTYIUEHHOTO, (Gosee 0,07 mMr/am?)
KOHIICHTPHPOBAHHOTO HJTH OTCYTCTBYET
CYXOro MOJIOKA (menee 3,5 mr/m’)/
JleBoMuneTHH
NPUCYTCTBYET
(Gonee 3,5 mr/am>)
OTCYTCTBYET
(menee 0,1 %)/
Maccosas 7011 aKTHBHOTO XJIOpa
NPUCYTCTBYET
(6oaee 0,1 %)




Ha 14 mucrax, mmcr 12

| 1 | 2 3 4 5 6 7 |
OTCYTCTBYET
Ilepekuck Bogopoaa (venee 0,015 96)/
MPUCYTCTBYET
0,015°¢
MOoJ0KO CHIPOE HETHHOS U (Boxee 0, %0)
00E3KUPEHHOE OTCYTCTByeOT
TEPMUYCCKH Hagyxcycnas xkucnora (menee 0,009 %)/
obpaboTaHHOE TPHCYTCTBYCT
TOCT 23454 . 8 ’ 01.42.2,01.49.22, (6oee 0,009 %)
MPEABAPUTEIBHO 0401
(IpoJoKEHUE) 10.51.11 OTCYTCTBYET
BOCCTAHOBIICHHOC H3 (vexee 0.12 %)/
CTYIICHHOTO, Cymdonon e TéTB e(;
KOHILCHTPHPOBAHHOIO HIIH npucy YO
CYXOT0 MOJIOKA (bonee 0.12 %)
OTCYTCTBYET
DODMATHE (menee 0,002 %)/
p NPUCYTCTBYET
(6oaee 0,002 %)
ComaTHyeCKHe KICTKH (0.9-105-1,5-10)
33 T'OCT 23453 m.6 ChIpoe MOJIOKO 01.422,01.49.22 0401 (coaep:xaHuEe COMaTHUECKUX ’ o
KICTOK) KJICTOK/CM
01.47.2,01.49.21- 0201-0210, 0301-0308,
01.49.24,03.11.1- 0401-0406, 0407-0408,
03.11.4,03.11.6, 0409, 0410, 0504, 0701-
03.12.1-03.12.3, 0714, 0801-0814, 0901-
b 03.21.1-03.21.5, 0910, 1101-1109, 1201-
HIICBBIC DOy KTET, 03.22.1-03.22.4, 1214, 1301, 1302, 1501- 3 OGHADYKEHBI/He
I'OCT 32064 KOPMa AJI )KHBOTHBIX, bakxrepuu cemeiicTsa 3
34 91 6 . 10.11 - 10.13, 1522, 1601-1602 Enterobacteri OOHAPYIKCHBI B X CM™ (T)
7 TPOORT OKPYRAIOICH 10.20, 10.31, 10.32, 1604-1605, 1701- crobacferiaceac MPOAyKTa
cpemst 10.39, 10.41, 10.42, 1704, 1801,
10.51, 10.52, 10.61, 1803-1806, 1901-1905,
10.62, 10.71 - 10.73, 2001-2009,
10.81 - 10.86, 10.89, 2101-2106, 2201-2209
11.01-11.07




Ha 14 mucrax, jmcr 13

| 1 | 2 3 4 5 6 7
O0miee 1ncio Me30(DHIBHBIX
a3poOHBIX U (JaKyJIBTATHBHO (1-9,9)-10" KOE/mn
MVK 4.2.1018 ¢ aHA3POOHBIX MUKPOOPTAHH3MOB
H3MCHCHIAMH 1 (OMY)
MVYK 4.2.2794 OOHAPYKCHBI/HE
o8l O06mme xomiopMHBIC OaKTCPHH 06Hapy>1<£1{y1>1 KOE B x
’ Kb
m 82, (OKB) (1-9.9) -10" KOE/Ma
35 m.8.3, ITurseBas Boga 11.07 2201, 2202 0OHAPYKCHBI/HE
m 8.4, TepMOTOICPAHTHBIC
oorapy-xeHsI KOE B x M1
m 8.5.2.1, roymdopmusie bakrepuu (TKB)
08522 (1-9,9)-10" KOE/Ma
m8.52.3, OOHApY )KCHBI/HE
m 8.5.2.4, Cropu CYJII:J;((I))(I:/I mp?aﬂiﬁﬂpymmnx OOHAPYIKESHBI B X MJI
m.8.5.4 P (1-9.9)- 10" KOE/n
Komiaru OOHAPYKCHBI/HE
OOHAPYIKCSHBI B X MJI
MY 2657 CMBIBHI ¢ PYK, CAHUTAPHOH B .
AKTCPHH TPy IITbI KUIICYHOM 0OHapy KEHB/
m 4.5.1, OJCHKIbI, JIMIHBIX
TAJIOYKH HE 00HAPY KEHBI
m 4.5.2, TMOJIOTCHEL, 000PY TOBAHHS,
36 m 5.1, HHBEHTAPSI, TIOCY AbI HA 71.20.11.110 - OO0mias bakTepHaIbHASL (1-9.9) 10" KOE/r (cxr’)
m5.2.1, TMPSAMPUATHIX 00CCMCHCHHOCTh
m5.2.2, OOIICCTBCHHOTO MMHTAHUS H MPHUCYTCTBUEC/
S. aureus
m5.2.3 TOProOBJIH OTCYTCTBHE
CMBIBBI C Meso¢misHBIC a3POOHBIC U
TEXHOJIOTUYECKOTO (haKy TbTATHBHO-aHA3POOHEIC (1-9,9)-10° KOE/r (cMm?)
Hucrpykiust Ne 5319 000pyI0BAHUA, TAPHL, PYK MuKpoopraru3Mel (KMADOAHM)
m 1, padoymx, Bakrepun rpy bl KHIICYHBIX 0OHApy KCHBI/HE
37 m 13.1, COIPHKACAIOLIUXCA C 71.20.11.110 - manoyek (KoauopMbl) 0OHAPY KCHBI
m 13.2, NIPOIYKTOM IIPH
m 134 TIPOMBBOACT BC THIIEBOH TIneCHeBbie IPHObI (1-9,9)- 10" KOE/r (cm?)
TMPOAY KUK U3 PHIOBI H
MOPCKHX 0€CIIO3BOHOYHBIX
CMBIBBI C ECKTI 0OHApy KCHBI/HE
UreTpy Kuus TEXHOJIOTUYECKOTO OOHAPY KCHBI
Ne 1400/1751 000py IOBAHHSA, HHBCHTAPS, KMA®AEM (1-9,9)-10° KOE/r (cM)
38 m 233, TapEL PyK paGoTAIomEro 71.20.11.110 - S aureus 0OHAPY JKCHBI/HE
0234 TIEPCOHANA, CAHUTAPHOH OOHAPY KCHBI
H' 2 '3 '5 ’ 0JICKAbI HA MACO-, ITHIIC- 6 y
o U sTIeTiepepadaTHIBAFOIIIX ITaTOTeHHBIC B T.4. CAIbMOHEILIB OOHAPY ACHEI HC
0OHAPYKCHBI
MPSINMPHATHIX







