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1. H"OCT 10444.15 POIYKTHI NHINEBLIE 10.1-10.8  0201-0210 [KMA®AEM 1-9,9x-10" KOE/r (cm?)
10.85.1 0301-0307
10.86.1 0401-0406
10.89. 0701-0713
11.05 0801-0813
11.07 0901-0910




COCT P 50396.1 IMS5CO ITHITEL CYGIPOIYKTE 1 10.1 207 1-9,9x-10" KOE/r (cM’)
011y (pabpHKATEI U3 Msica ITHIE! KMA®AEM
["OCT 30705 [IpoaykTel MOTOUHBIE M5t JAETCKOTO 10.5 0401-0406 KMA®AEM 1-9,9x-10" KOE/r (em?)
U TaHHS
1'OCT 30706 [IpoXyKThI MOJIOYHEIE 7715 eTCKOro 10.5 0401-0406  [Iposioxu (mMenee 1-10'-1,5-10%)
UTAHHUS KOE/cwm? (1)
[InecueBrre rpubp1 (Menee 1-10'-5- 10%)
KOE/cm? (1)
['OCT 10444.12 [IponyxTe! mamessie u xopma st 10.1-10.8  0201-0210 JIposcoKa (Menee 1-10'-1,5-103)
PKHBOTHBIX 10.85.1, 0301-0307 KOE/cM? (1)
10.86.1 0401-0406
10.89,11.05 0701-0713  [Tnecuespre rpubsr (Menee 1-10' -5:102)
11.07 0801-0806 KOE/cm? (1)
0901-0910
"OCT 31747 [Iponyx Tl nuImeBsIe (kpome MoToKa 1 10.1-10.8  0201-0210 baxtepun rpynmsr | He 00HapyXeHsbI —
MOJIOYHBIX IPOIYKTOB) 10.85.1, 0301-0307  kmmreyHBIX ManOYex OOHApYKEHBI
10.86.1 0401-0406  (BI'KII)
10.89,11.05 [0701-0713
11.07 0801-0806
0901-0910
['OCT 31746 [IposyxTh! mHIEBEIe (KpOoMe MOTOKa 1 10.1-10.8  0201-0210 Koarynasononosxur |He o6Hapyskens —
MOJIOYHBIX MIPOIYKTOR) 10.85.1, 0301-0307  EenpHBIE O0OHapYKeHBI
10.86.1 0401-0406  crapunoxokku u
10.89,11.05 |0701-0713 Staphylococcus
11.07 0801-0806  fureus
0901-0910
I'OCT 30347 Mojioxo 1 MonouHas npogyKims 10.5 0401-0408  [Staphylococcus He o6napyskeHb! —
.8 aureus 0OHapYKEHBI
['OCT 31659 [IpoaykTe! muImeRsie 10.1-10.8  |0201-0210 lbakrepun pona He oOnapyxens! —
10.85.1 0301-0307  Salmonella OOHapyKEHBI
10.86.1 0401-0406
10.89.1 0701-0713
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11.05 0801-0813
11.07 0901-0910

10. OCT 31468 Msico nruiel, cy6npoyk-te1 u 10.1 207 baxTepun pona He obnapyxens: —

noJty(abpuKaThl H3 Msica NTHITEI Salmonella OOHapyXeHbI

11.  TOCT 32010 L IpoytykThl mHIIEREIE 10.1-10.8  0201-0210 baxrepun pona He oOHapykxeHbI —
10.85.1, 0301-0307  [Shigella OOHapYXKeHbI
10.86.1 0401-0406
10.89.1 0701-0713
11.05,11.07 |0801-0813

12.  [FOCT 30726 [ IpomykThI muIEeRse 10.1-10.8  0201-0210 Escherichia coli  [He oGHapysxens: —
10.85.1, 0301-0307 OOHApYIKEHBI
10.86.1 0401-0406
10.89.1 0701-0713
11.05,11.07 10801-0813

13.  'OCT 32031 [TpostyKThI nuIIEBHIE 10.1-10.8  0201-0210 |Listeria OtcyTcTBHE —
10.85.1, 0301-0307  monocytogenes HaIngue
10.86.1 0401-0406
10.89.1 0701-0713
11.05,11.07 0801-0813

14, MVK 4.2.1122-2002 [Tnmesrie npoaykTel 10.1-10.8  0201-0210  [Listeria OtcyTcrBHE —
10.85.1, 0301-0307  monocytogenes Haluque
10.86.1 0401-0406
10.89.1 0701-0713
11.05,11.07 [0801-0813

15. ["OCT 28560 [ IpoykThI UIIEBEIE 10.1 0201-0210  [BakTepuu poxa He oOnapyxensr —
10.85.1 1601-1605  [Proteus, 0OHapYKEHBI
10.86.1 1902 Morganella,
10.89.1 Providencia

16. TOCT 770227 Msico nTunpL, Cy6IpoIyKTE U 10.1 207 baxrepun poma He obnapyxens! —

oIy (habpHKaTEl U3 Msica ITHII Proteus OOHApYIKEHEI

Ha 22 nucTax
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17 TOCT 29185 POAYKTBI TAINEBBIE U KOPMa J1JIST 10.1-10.3  0201-0210 Cynbdurpenynn- € 0OHapyKeHbI —
PKHBOTHBIX 10.85.1 0301-0307  pyromme baxre-pun pOHApYKEHEI
10.86.1 0701-0713
10.89.1 0801-0802
0901-0910
1601-1605
18. ['OCT 28566 | [postyKThI mumeBkie 10.1-10.3  |0201-0210 DHTEPOKOKKH menee 1-10°-1,5-10%)
(CT COB 6646) 10.85.1 0301-0307 KOE/ceM? (1)
10.86.1 1601-1605
19.  MVK 4.2.2046-06 Pr16a, HepEIOHBIE 06BEKTEI IPOMBICTa, 10.20.2 0301-0307  |Vibrio menee 1-101-1,5-102)
IIPOYKTEIL, 10.20.3 1604, 1605  parahaemolyticus [KOE/cnm® (r)
BBIpaOaThIBAEMbIX M3 HHX, B BOJE
[IOBEPXHOCTHBIX BOJOEMOB H IPYTHX
oObeKTax
20.  MVYK 4.2.999-00 [ IpoIyKThI KHCIIOMOJIOYHEIE 10.51 0403 bupunobakrepun |(menee 1-10%-
10.86.1 0406 1,5-10%KOE/em? (1)
21.  TOCT 10444.11 | Inmessie mpoykTE! M KopMa U1 10.51 0401 Me3zodunbHbie (menee 1-10*-1,1-10%)
PKHBOTHBIX 10.6 0701-0713  Imonousokucneie  [KOE/eum® (r)
10.7 0801-0806  MuKpoopraHH3MEI
10.86.1 0901-0910
22. [OCT 10444.8 [Tnmeskie IpoayKTE! 1 KopMa T 10.51 0401 Bacillus cereus menee 1-107-1,5-10°)
PKUBOTHBIX 10.6 0701-0713 KOE/cm? (1)
10.7 0801-0806
10.86.1 0901-0910
23. [OCT P HUCO 21871 [Tnimesrie mpoayKTe! 1 KOpMa TS 10.51 0401 Bacillus cereus (Meree 1-107-1,5-10°)
PKMBOTHBIX 10.6 0701-0713 KOE/cn? (1)
10.7,10.86.1 |0801-0806
24.  ICOCT 30712 [IpomyxThl Ge3ankoronsHoi 11.05 2202 KMA®AEM 1-9,9x-10" KOE/r (cMm?)
m. 6.1 [TPOMBILIEHHOCTH 11.07 2203
n. 6.2 MAsSM 1-9,9x-10" KOE/r (eMm?) w
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. 6.3 [BF KI1 chyTCTBHf:—HaJIH'-IHe
(ko opmHEIe
DaKTepun)
. 6.4 JIpOsOKE W meree( 1-10' -5-10%)
miecHeBsie rpusr  [KOE/r(em?)
25. [MVK 4.2.577-96 [IponyxTe netckoro, neye6roro mutanms u |10.86,1 0401-0403 KMA®AsM (1-9,9x-10" )KOE/r (cm?)

m. 7.1 HMX KOMIIOHEHTHI 0406,1602
i 7.2 1901,1601  |baxrepun rpynmsr  [OTcyTeTBHE —Hanmmane

MILIEYHEIX [1AJI0-
uek (BI'KIT)

. 7.3 Escherichia coli OtcyTcTBHE —HaIHTHE
n. 7.4 CanbMOHe B OTtcyTcTBHE —HaIUYHe
m. 7.5 Koarynasonono-  [OTcyTcTBHe —HanHume

PKHTETBHEIE
cTapuIoKOKKH

Staphylococcus
aureus)

n. 7.6 DHTEPOKOKKH OtcyTcTBHE —HaNMYMe
. 7.7 Bacillus cereus OTcyTcTRHE —HaTHUHE
m. 7.8 JIposxoKH (menee 1-107 -1,5-10°)

KOE/cm3(T)
[Tnecuessie rpubsr (Menee 1-107 -5-107)
KOE/cM*(T)
m. 7.9 AnnnoduisHbIe menee 1-10°-1,1- 108)
CaKTepun KOE/cM’(r)
m. 7.10 bugunodaxrepun  (menee 1-10%-1,5-10%)
KOE/cn? (1)
26. MVK 4.2.2428-08 [ IpotyKTHI J11s THTaHus neTeit paHHero 10.86.1 0401-0403  |Baktepun OT1cyTcTBHE —
BO3pacTa 0406,1601 Enterobacter HaJIM4He
1602,1901  [Sakazakii U

Ha 22 nucrax, muct 5



27, OCT 10444.9 PONYKTEI THIIEBEIE 10.11-10.13 1602, 2008 lostridium € oOHapyKeHBI —
10.20,10.39 [1604-1605 perfringens 0OHApYKEHEBI
10.86.1 2001-2006
28. ['OCT 10444.7 [ IpoyKTHI IHIEREIE 10.11-10.13 1602, 2008 |Clostridium He obHapyxens: —
10.20,10.39 [1604-1605 |potulinum OOHapYKEeHEI
10.86.1 2001-2006
29. [COCT 30425 Koncepesl 10.11-10.13 1602 , 2008 |MesoduibHsie He obnapysxens —
m.7.7.1 10.20,10.39 [1604-1605 |aspobHEIE B 0OHapyKeHbI
10.86.1 2001-2006  |bakyasTaTHBHO-
e By aHa’pOOHEIE H
AHAYPOOHEIE
MHKPOOPTaHH3MEbL
. 7.7.10 KomuecTro 1-9.9x-10" KOE/r (cMm”)
Me30(HIBHBIX
aspoOHBIX, (aky-
IIbTaTHBHO-aHa3-
POOHBIX MHKpO-
OPraHU3MOB
n.7.8 [ Lrecuenrie rpubs1 [He oGHapykeHbI —
U IPOKKH 0OHaPY>KEHEI
n.7.9 Momnounokucibie  [He o6HapyKeHBI —
MHKDPOOPIaHU3MBI  OOHAPY>KEHEI
n.7.10 BI'KII (konudop-  [He o6napysKeHBI —
MHBIE OaKTepHH)  OOHApYKEHBI
30. [['OCT 32149 [ [nimeBbie TPOIyKTHI 10.89.1 0407 KMA®AEM 1-9,9x-10" KOE/r (cM?)
n. 7 nepepadoTKH SHUI] 0408
m. 8 CENIbCKOX03HCTRBEHHOM IITHIbI bakrepun rpynnsl  [He o6HapyxeHb —
KHIIEYHBIX 00HapYKEHBI
nanoyex (BI'KIT)

Ha 22 nucrax, nuct 6




.9 baxrepun pona He oGHapyxeHb! —
Salmonella 0OHapyXKeHBI
. 10 bakxrepun pona He obnapyxeHBI —
Proteus 0OHApYKEHBI
m. 11 baxrepun Br1a He obHapyxeHbI —
Staphylococcus 0OHapYKEHBI
aureus
31. ['OCT 32901 MoI0oKO u IpOIYKTEI 10.51 0401-0406 KMA®D®AM 1-9,9x-10™ KOE/ em® (r)
. 8.4 epepaboOTKH MOJIOKa 10.52
m. 8.5 baxtepun rpynmsr  He o6HapyxeHb! —
UIIE€YHBIX TAT0YeK 0OHApYKEHBI
BI'KII)
. 8.8 [Ipombimnennas |1 -9,9x-10" KOE/ en? (1)
CTEPHIBHOCTE
(KMAD®AEM)
32.  HHcrpykuus [Tumieskie mpoayKTH! npH paccienosanun  |10.11 0201-0210  |bakrepuu pozna He obnapyxeHb —
No 1135-73 MHIIEBLIX OTPaBJICHHIA 10.12 0301-0307  |caneMoHeTA 0OHapyKEHBI
. [1 | Iniesbie NpoyKThHI Iy paccienoBanuu  [10.13 0401-0406
IMIMEBEIX OTpaBICHH 10.20 0701-0713  [PakTepun pora  He oGuapysxens —
10.3-10.8  10801-080¢ mmremna 0OHapYKEHBI
10.85.1 0811 baktepun pona  (menee 1-10'-1,5-10'7)
10.86.1 0813 BIIEPUXHUS KOE/ r (cm?)
11.05 0901-0910
11.07 [1601-1605 [PakTepuu poxa (mMenee 1-10'-1,5-10%) KOE
2201-2203  [mpoteyc r (em’)
[latorennpie ramo- (menee 1-10'-1,5-10'%)
bunsi(V. KOE/ r (cMm?)
parahaemolyticus)
Koarynazomonoxur (menee 1-10'-1,5-1010)
ebHBIE KOE/ r (em®)
CTaQUITOKOKKH

Ha 22 nucrax, nucr 7




o [DHTEPOKOKKH (menee 1-10! -1,5-1019
KOE/ r (cM?)
CriopoHOCHBIE (menee 1-10'-1,5-107) KOH
aspobkI- r (ev?)
Bac.cereus
CnopoHocHsle He o6HapyxensI-
aHaspo0EI-Cl. OOHapyKeHbI
botulinum
CriopoHOCHEIE (mMenee 1-10'-3-10'") KOE/
aHaspoOkI-Cl. r (em?)
erfringens
33. MV Ne 3049-84 MoJI0KO 1 MOJTOYHBIE IPOIYKTHI 10.51 0401-0406  [lenuummwme ot 0,001-0,004)
. 7 (anTHOHOTHK) MI/KT
.8 Terpanmkmunosas (ot 0,001 10 0,01) mr/xr
rpymna
(anTHOHOTHK)
.9 Msico u MSCHBIE TPOTYKTEI 10.11 0201-0210  [TerparmkiunoBas (ot 0,00110 0,01) Mr/xr
10.12 rpyImna
10.13 aHTHOHOTHK)
m.10 banurpanyn (ot 0,001 10 0,02)
(aBTHOHOTHK) MI/KT
34. MY 3.1.1.2438-09 [TumeBble TpoAYKTHI 10.1-10.5  |0701-0713  [Bakrepun pona OT1cyTcTBHE—
npui. 2, 1.3 10.8 0801-0806  |Yersinia HaTu4yue
0811
0813
0901-0910
1202,2009
35.  [ocymapcTBennas JlexapcTBeHHBIE CpecTBa - - OO61mee gnco 1-9,9x-10" KOE/ mi (1)

@apmaxones PO, XIII
H31aHHE

ODC 1.2.4.0002.15

i 5.1.]

A3POOHBIX MHKPO-
OPraHu3MOB (Hak-
TepHii ¥ rpHOOB)

Ha 22 nucrax, macr 8



6.3

=

=6.2.1

.6.1.1

m. 6.4

. 6.5

ODC 1.2.4.0003.15
0. 2.3, m.24. 125

Salmonella

He obnapysxenbI-
0OHApYIKEHBI

Escherichia coli

He oOHapyxeHbI-

0OHapYIKEHEI
OnTepobaktepun  [He o6HapyxkeHbI-

OOHapyKeHbI
Pseudomonas He oGHapyxeHbI-
aeruginosa 0OHapyKeHBI
Staphylococcus He obnapy»xeHbI-
aureus 0OHapYKEHBI
CTepHabHOCTE CrepuibHo-

HE CTEPHUIILHO

m. 2.1

Bona s HHBEKIMH(aHTPO)

20.13.52.1202853 90 1000

O6miee gucno
APOOHBIX MHKPO-
OpraHu3MoB (Oax-
TepHii ¥ IrpuboB)

1-9,9x-10" KOE/Mn

m. 12.2

Bona ounmennas

Escherichia coli OTtcyTcTBHE—
HaJIHIHe
Pseudomonas OtcyrcrBHE—
aeruginosa HaTH9IHe
Staphylococcus OtcyTcTBHE—
aureus Hanue

Obmmee uucio
A9POOHEIX MHKPO-
OpPraHu3MoB (Oax-
TepHi 1 rpuboB)

1-9.9x-10" KOE/Mmn

Escherichia coli OtcyTcTBHE—
HaIHYHe

Pseudomonas O1cyTcTBHE—

aeruginosa Ha4ue

Ha 22 imuctax




Staphylococcus OTtcyTcTBHE-
aureus HaIHYHE
36. MV Ne3182-84 ¢ CMBIBHAS! JKHIKOCTB C arTeyHOH IIOCYIBI, KMA®AHEM, 1-9,9x-10" KOE/ cm’(r)
TOTIOJTHEHHEM Tpo- 60K, IPOKNIAI0K H HPodHX MaTepraios, 20.13.52.1202853 90 1000 [Muporeno6pasyrom (menee 1 - 4-10") KOE/ cm3
MY Ne 5191-90 AUCTHIITH-POBAHHAs BOJIA H PACTBO-PHI JUIS He MUKpOOpra-
m.3.4.2 HHBEKLUH JI0 CTe-PHIIH3aHH (Ha HH3MBI
m. 4 [1MPOreHO0OPasyIoIHe MHKPOOPTraHH3MB) baxrepun rpynmsr  [He o6HapyKeHBI —
KUIICYHBIX A0~  j00HApYKEHBI
4ek (BI'KIT)
n.3.5 Bo3myx nomemenmii - OO6mmee MuKkpod-Hoemenee 1-10!-7.5- 10%)KOE/
anTex yrcao(OMY) M
Staphylococcus He oGHapyxeHbI-
aureus 0OHapyKeHBI
37. |PykoBoacTBO Jlesundunupyromme u CTEPUIIM3YIONITHE - Escherichia coli Oddexrurna-
4.2.2643-10 cpenctea: Ouenka s¢dexTHBHOCTH mramm 1257 Hea]dexTrHBHA
m. 5 JICSHHQUIAPYIOMHEX W CTEPHIN3YIOLIAX
CPEJCTB M HX CyOCTAHIHIA C IOMOIIBIO TECT- ) Pse}ldomonas ac- D dexTuBRa-
HKPOOPraHH3MOB ruginosa mramMmMm  HeaddekTHBHA
ATCC 27853
- Salmonella D dexTuBHA-
typhimurium HesGGeKTHBHA
- Staphylococcus D¢ dexTirHa-
aureus mtamMmm906 |HesddexkTuBHA
38.. MYV 3.5.2435-09 Jlesunduuupylomue u crepuIH3yONHe - Bacillus cereus D¢ dexTrBHa-
n. 6 cpencrea: OneHKa ClOpOLUIHOM mramMM 96 Headh dexTHBHA
AKTHBHOCTH JIE3HHPHITHPYIOITHX U - =
CTEPHITH3YIOMIX CpeICTB - Bacillus subtilis DddexTrBHA-
mraMm 7 HesdexTuBHa
- Bacillus licheni-  DddexTunna-

1711D

formis G BKMB-  mesddextusua

Ha 22 nucrax, auct 10



- - Geobacillus stea- D dexrnBua-
rotermophilus Hea(pdexTrHBHA
mrammM BKMB-718
- - Candida albicans  Dddexrupma-
ramm 15 HeahdexTrrHa
39. MY Ne15-6/12 (CMBIBEI ¢ 00BEKTOB BHeIIHE ] CpeJibl IpH - - Kumeunas manouxa He o6uapyxens: —
. 7 IIPOBE/ICHUH JE3HH(EKIIUN B 0yarax O0OHapYKeHBI
HIICYHBIX HH(eKIHi
40. MYV 4.22723-10 HIIEBBIE MPOLYKTEI 10.1-10.8  0201-0210  [CansmonemwIn OTcyTcTBHE —TIpHCYTCTBHE
. 8 10.85.1 0301-0307
10.86.1 0401-0406
10.89.1 0701-0713
11.05 0801-0806
11.07 0811,0813
0901-0910
1601-1605
.9 O6BexTHI OKpyKaromeii cpensl ( BO3myX, - 1701,1704  (Canemonems! OTcyTeTBUE —TIpHCYTCTBHE
CMBIBBI), 1806,1901-
1905-
.10 Knannyeckuit matepuan - - CanbMoHe B OTCyTCTBHE —IpHCYTCTBHE
41.  (CII14695-88 CocKO6BI CO CTEH XOJIOAMILHEIX Kamep B - [Tnecenn meHee 1-10'-5-10%)
mnpui. 7, 1.1, KOE/cM? (1)
.2 Bosnyx xonoamimsasx Kamep - - [Inecenn meHee 1-10'-5-10%)
KOE/cMm? (1)
42.  [pukaz No 720 Masok 13 3eBa M IepeHIX OT/IEI0B HOCa - - Staphylococcus (1e 6omee 10°) KOE
(Ipunosxenune Ne3) aurcus
43. MVK 4.2.2942-11 Bosnyx B neuebHBIX opranmsamsx - - O6mee MuKpo6-HOE (Meree 1-10] -

m 3.1.3

m.3.1.4

arcio(OMY) 7,5-101)KOE/ M3
Staphylococcus He o6HapyxeHs! —
aureus 0OHapy KeHBI

Ha 22 naucrtax. nuct 11



PYK nepcoHana

YCIIOBHO- IIaTOTe-
HHEIC OaKkTepru

b.3.2.4 OO6BEKTHI OKpY>Karomieii cpeibl (CMBIBEI ¢ Staphylococcus € 00HApYKEHBI —
MHBEHTaps, 000pYA0BaHHS, CIIEIOIEK/IbI), C aureus 0OHapYyKEHBI
0.3.2.5 PYK nepcoHaia baxtepun rpynmel  [He oOHapyskeHbI —
Fﬁmetmmx NAJIOYEK |0OHAPYIKEHBI
(BI'KIT)
1.3.2.6 CansMoHEeIIBI He ob6napy:xeHbI —
0OHAPY KEHBI
3.2 Pseudomonas He obnapyxeHb! —
aeruginosa OOHapyKeHbI
n.4 M31emis MeIMIIMHCKOTO Ha3HAYEHHS CTeprIIEHOCTB CTepHIBHO-HECTEPHIBHO
.. 5 DddexTuBHOCTS 06paboTKH IlaTorennsie u He obnapyxeHb! —

0OHAPYIKEHBI

44

.2

MP ot 03.06.1986r.

Boznyx B JIITY

["'paMoTpHIIaTETHHBI
€ NOTEHIMATBHO-

(CMBIBBI ¢ HHBEHTapsi, 000PYA0OBaHHsA, PYK H
CAHUTAPHOM ofex /bl nepconana JIITY

MaToreHHbIe
DakTepun (CHHe-
CHOMHAsA MmajJouka,
Proteus, Serratia,
Enterobacter,
Citrobacter u Jip.)

He obnapyxenb —
0OHapy KeHbI

45.

MY 3.5.1937-04
mn.8.2

KoHTposb KauecTsa iesuH(eKIMy 1
CTEPHJIM3AIUH SHI0CKOIIOB H HHCTPYMEHTOR
K HUM (CMBIBEI)

baxTepuu rpymis!
KHIIEYHBIX TAT0YEK
‘BI'KIT)

He obnapyxenbr —
oOHapYXeHBI

Staphylococcus He oOnapyxensr —
aureus 0OHapyKeHBI
Pseudomonas He oOuapyxeHs! —
aeruginosa 0OHapYIKEHBI
['pubEI poja He obuapyxens: —
Kanmuma 00HAPYKECHBI

Ha 22 amcrax, nucr 12




haTOTeHHBIe H
YCJIOBHO-IIaTOre-
HHBIC MUKpOOpra-
IHU3MBI

€ 0OHapy)KEHEI —
O0OHAapYKEHbI

.8.3 CrepuiibHOCTE CrepuibHOCTE CTepHIIbHO-HECTEPHUIILHO
46. MY Ne2657-82 CMBIBEI ¢ 060pyIOBaHHS, HHBEHTAaps, Obmas menee 1-10' -3-10%) KOE/
w522 TIOCY I, CMBIBBI C PYK, CAHUTAPHOM OIEHK/IBI, OaxTepHaIbHas cM>
JIHYHBIX [10JIOTEHEI COTPYIHUKOB 00CEMEHEHHOCTh
n. 5.2.1 IPEANPUATHH 00IECTBEHHOrO MUTAHUS, U bakrepun rpynnsr  [He oGHApYsKeHBI —
TOPrOBIIY MHIIEBEIMA MPOAYKTAMH KUINEYHBIX IaJI0YeK j0OHAPYKEHBI
(BI'KII)
n.-5.2.3 Staphylococcus He oOHapyxeHsI —
aureus 0OHapYKEeHBI
47. MY 287-113 M3/1ems MeJUIMHCKOTO HAa3HAYEH S CTepunBHOCTD CTepHIbHO-HECTEPHIIBLHO
ITpus. 6
48. MY Neo 15/6-5 [lapoBbie ¥ BO3yIIHBIE CTCPUIIH3aTOPBI Bacillus Db dexTurHa-
m. 4 (KOHTpOJIb CTEpHIIM3ALINH ¢ stearothermophilus mesgdexrusna
MCIIOIB30BAHMEM TECT-KYILTYP) BKM B-718
Bacillus DddexTrBHA-
licheniformis Hea( heKTHBHA
mramMmC
49. MVK 4.2.1035-01 Jle3uH(eKIMOnHEIe Kame-pbl (KOHTPOIb Staphylococcus Db dexTrBHA-
m. 5 MEe3HHEK-IIHH C HCTIONB30BAHHEM TECT- aureus 906 HeapdexTHBHA
KYJIBT
YASTYP) Db dexTrrHA-
Bacillus cereus 96 meaddexrnra
50. MV 4.2.2039-05 Kimmnngecknii Matepuar O160p 1pod i
51, MY Ne 04-723/3 Kimanueckuii Matepran baktepuu pona He obnapy»xens! —

m.2.3

Shigella

OOHapyKeHbI

Ha 22 nucrax, nuct 13




aKTEPHH pPoia
Salmonella

€ 00HAPYKEHEI —
00OHAPYKEHDI

bakxTepuu Buna

He obHapyxeHbI —

E. coli 0OHaPYKEHBI
SHTEPONATOrCHHBIE

PIICPHXHH )

baxtepiu pona He obuapysxens: —

Citrobacter OOHapy KeHbI

baktepun pona
Klebsiella

He obnapyxeHs —
0OHapYIKEHBI

baxtepun pona
Enterobacter

He obHapyxeHBI —
0OHApYKEHBI

bakrepuu pona
Hafnia

He obHapyxeHBI —
0OHApYKEHBI

bakTepuu pona
Serratia

He obnapyxeHb! —
OOHApYKEHEBI

lbakxTepun pona
Proteus

He oOnapyxeHns: —
0OHApYKEHBI

lbaxTepun poja
Edwardsiella

He o6napyxens —
0OHApYKEHBI

m. 5.1

Knunmgeckuit matepran (CriBOpoTKA KpOBH)

m.5.2

Anturena k O- u
Bu-agTHrenam

PIOIIHOTO TH(A,
rmapaTugoB 1
MpYrax
CallbMOHEILIE30B,
LITHT eI

He obnapyxeHs! —
0OHapYKEHBI

He obHapy»eHbI —
0OHapYKeHBbI
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52. ﬁVIP Ne 0100/13745-07-34 MHUYECKHH MaTepHan (KpoBb, CanibMoHeITBI ¢ 0OHapyKeHbI —
.9 HCTIPBKHEHHA, MOYA, )KET4b, PO3EOIbI) OproiHoro TH(a,  OGHAPYKEHEI
mapatugos A,B,C
53.  MP Ne10-11/31 Knnanaeckuii marepran (bexannn) ucbakrepros He o6HapyxeHs! —
.4 KUIIICYHUKA: 0OHapYKeHBI
[TaTOT€HHEIE
PHTEpOOaKTepHH
remonuTiyeckas  [He obHapy»keHbI —

KHIIeYHas majJoyka

OOHapyKeHbI

TAKTO30HEraTUBHAY
KHIIEYHAas majJoykKa

(1-10'-1-10%)
KOE/r

KUIIEeYHASA [aJOYKa
co caado

(1-10'-1-10") KOE/r

BLIDAYKEHHBIMH

(pepmenTaTHBHBEIME

CBOMCTBAMH

apyrue yenosro-  ((1-10'- 1-10%)

[IaTOI€HHBIE KOE/r

PHTEpOOaKTepHH

CTapHIOKOKK (1-10'-1-10%)

BOJIOTHUCTHIHA KOE/r

Orupnnobakrepiu  (1-10'- 1-10™)
KOE/r

NaKTo6aKTepun 1-10'-1-10%)
KOE/r

KJIOCTPH THH (1-10'- 1-10%)
KOE/r

YHTEPOKOKKH 1-10'-1-10%
KOE/r

Ha 22 nucrtax. nuer 15




[ npoxckessle rpubsr (1-107- 1-107)
pona Kammuna KOE/r
54.  MVK 4.2.3065-13 Krnuanyeckmit matepuan (Mazku u3 Kopunebakrepuu  [He oGHapyxers —
Im 6 POTOTIIOTKH (3€Ba), HOca) OOHAPYKEHBI
m.11 Kinangeckuit matepuan (ceIBOpOTKA Hanpsoxkennoets  [He oGHapysxenb —
KPOBH ) HMMMYHHTETA K 00HapyKEHBI
nudTepun
55.  [[pukas Ne 535 Kinanaeckuii matepuan (kpoBb; criumnmo- Mukpooprauusmsr [He o6HapysKeHBI —
oT 22.04.1985 MO3I0Bast XXHIKOCTD; JKeT4b; MOYa; pona OOHApYKEHBI
2.1 OTACIIAEMOE IBIXATEIILHBIX ITyTEil; OTKPHITHIE Staphylococcus
n.2.2 MH(HUIMPOBAHHBIE PAHBIL; OT/EIAEMOE J1as, Muxpoopranusmsr [He 00HapyKEeHBI —
YIICH, JKEHCKHX TTOJIOBBIX OPraHOB; MaTe- ceMelicTBa O0OHAPYKEHEI
PHAJI IPH ayTOIICHHA Streptococaceae
m.2.3 Mrkpooprarmsmst [He o6HapyKeHB! —
ceMmeiicTBa 0OHApYIKEHBI
Neisseriaceae
n.2.5 Miikpooprarusmer [He o6HApyKeHb! —
pona 0OHapYKEHEI
Corynebacterium
m.2.6 Mukpoopranusmsr |[He o6HapysKeHBl —
cemeicTBra OOHapY KEHBI
Enterobacteriaceae
m.2.7 Muxkpoopranusmer [He o6Hapysxenb —
pozna Pseudomonas jpGuapysxenst
56. MYV 3.1.1885-04 CTpenTokokku He obHapyxenb —
. 4 Kiunugeckuii Marepran rpymmsr A 0GHAPYKEHBI
57. MVYK 4.2.1887-04 MeHHHIOKOKK He oGHapy:xeHbr —
Kinnnygeckuii Mmatepuan (Neisseria OOHAPYKEHEI
meningitides)
58. MV 3.1.2.2516-09 Ceponoruyeckoe  |He o6HapyxeHs —
npumn.3 Knuangeckuii Marepuan THIIHPOBAHHE 0OHAPYKEHBI
MEHHUHIOKOKKA

Ha 22 nucrax, nucr 16




39. NP 3.1.2 .0072-13 Knunmaeckuit matepuan - - ﬁamep}m poaa
. 6 ordetella He obHapyxeHs! —
KOKJIIOIII, 0OHapYKEHEI
MAPaKOKITIOLII
- - Jlarexc-arrmorn- |He o6Hapyxenbr —
HAllig ¢ KOKITIO-  oOHapyKeHbI
LITHOH M mapakok-
JTFOIIIHOM CHIBO-
poTKaMu
60. MVK 4.2.1890-04 Kimnnnaeckuit matepran (XpoBb; - b UysctBuTENB-HOCTE He 06HApYKeHbI —
CIIMHHOMO3IOBast JKHU/IKOCT; JKET4h; MOYA; K aHTHOAK- OOHapPYKEHEI
OTACIAEMOE [BIXAT. MyTei; OTKPHITEIC TepHATIEHBIM
MHGULHPO-BaHHBIE PAHBL, OTACISEMOE riuas, npernaparam
YIIEH, JKEHCKHX MOJIOBBIX OPTaHOE;
MaTepHa MPH ayTOIICHH
61. MVYK4.2.2218-07 Bona pasnuunpx 36.00.11.000 - X onepHprii He oOHapyskeHbI —
BOIHBIX 00BEKTOR 36.00.12.000 BHOPHOH 0OHapYKEHEI
62. MVYK 4.2.2870-11 X onepHeIit He obnapysxensr —
BHOPHOH 0OHapYKeHEI
63. MVK 4.2.2315-08 Bona paznmuunsx XonepHsiit He obxapyxens —
BOZTHBIX 0OBEKTOB BHOPHOH OOHaApPYIKEHEI
64. MYV 3.1.1.2438-09 CMBIBBI - B Hepcurnn He oOHapykeHBI —
OOHapyKeHbI
65. MVK 4.2.3019-12 Hepcunun He obHapyxensI —
0OHapyKEHE]
66. MVK 3.2.988-00 Pr16a 1 HepLIOHbIE 06B-eKTHI MPOMBICIIA 10.20 0301-0307  DKusble muaunku  |He OOHapyXeHEI —
m3.2.11.1, (MOJLTIOC-KH, pakooGpasHbe, 3€MHO-BOJIHEIE, (10.20.1 [apa3uToB OOHApYKEHBI
[IPECMBIKAFOLIHE-CS1),[IPOTYKTHI HX Hepe- 10.20.2 T¢JIbMHHTOR)
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paboTKn 10.20.3
32113, PKupble mnupnkn  [He oGHapyKeHbI —
TpeMaTo.T 0OHapyKEeHBI
67. MVYK 4.2.2747-10 Msico B TIPOJLYKTEI €ro nepepaboTKu 10.11 0201-0203  Jluamnku Tpuxu-  |[He o6HapyKeHbI —
i 711, 10.11.1 0206 HeJLT OOHApPYKECHBI
10.11.2 0210
n.7.2.2 16.11.3 @unnel (muctu-  |He oOHapyskeHBI —
LIepKH) 0OHAPYKEHBI
68. MVYK 4.2.3016-12 [ [1on00BOMmHAS, TI010BO-ATOAHAS, 10.3 0701-0707  |Sitra renemunToB  [He 0GHApYKEHBI —
m.6.2. [PaCTHTENIBHAS TPO/TYKIIHS 10.32 0709-0713 OOHapY>KEHBI
| 0803,2009
0805-0813  [HEcThl matoreH-  [He oGHapyKeHb! —
HBIX KHITEYHEIX 0OHAPYKEHBI
IMPOCTEHIITHX
m.7.1. “liina rensMuHETOB  |He 0GHapykeHs! —
0OHAPYKEHBI
[lucTel matoren-  |He oGHapyxeHBI —
HBIX KAIIEYHBIX OOHapyXECHBI
IMPOCTEAITHX
69. ['OCT P 54378 Pr16a, HepBIOHEIe 00BEKTHI B npoayKIHs 13 [10.20 0301-0307  PKusuecnocoGHocTh|He 06HAPYKEHBI —
.9, 1 HHX 10.20.1 ITHYHHOK: He-MaTOI,00HaPYKEHBI
10.20.2 ckpeOHeil,
10.20.3 TpEMAaTo/l, 1IeCTOT
70. MVYK 4.2.3145-13 buomoruyeckuii - - UInunnkm He obnapyxeHbI —
b 11,01 MaTepHal relIbMUHTOB OOHapyKEHBI
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tn.l.l.l.Z.l.

Siina re JbMHHTOB

He obGHapyxeHs! —

OOHapYKEHBI
i 1.1.1.3. JInanHaKn He oOnapyxens! —
reJIBMHHTOB OOHapy KeHbI
m.1.1.1.4 Aiina rensmuaToB [He 06Hapy)eHb —
OOHapyKeHbI
o202 [Tarorenusie He oOHapyxeHbI —
KHILIEYHEIE 0OHapyKeHbI
[IpOCTEHIITHE
71. MV 3.2.1882-04 buonoruyeckuii - - Llucter mambimit  He o6HApy)eHs! —
1.5 MaTepua( examnm) 0OHAPYKEHEI
72. MVYK 4.2.3222-14 buonornyeckui Bo30yurenmu He o6HapyxeHBI —
17 5. MaTepuan (KpoBb) anApHU OOHapyIKEHEI
3. I"OCT 33566 Moioko u Mono4Has mpoTy KIS 10.5 0401-0406  [Mpoxoxu Menee 1-101-1,5-103)
KOE/cM3 (1)
[Liecuesbie TpuGEl (Menee 1-101-5-102)
KOE/cm3 (1)
74. ["OCT ISO 6785 MOII0KO B MOJIOYHAs HPOYKIHS 10,5 0401-0406  Salmonella spp. OTcyTcTREE —
HaJTH4YHe
75. I"OCT IS0 21527-1 ITpotyKThI HHIIEBbIE H KOPMA 1Is 10.1-10.8  0201-0210  [Ipoxcku Mmeree 1-101-1,5-103)
PKHBOTHBIX 10.85.1 0301-0307 KOE/cm3 (1)
10.86.1 0401-0406
10.89. 11.05 0701-0713  [InecueBbie rpubsl (Menee 1-101-5-102)
0801-0806 KOE/cM3 (1)
76. ["OCT P 54374 MsICO nTUIIBI, CYOTIPO-TyKTHI U 10.1 0201-0210  |BI'KII OTcyTcTBHE —IIpHCYTCTBHE
o1y (pabpHKa-Thl M3 MsCa ITHIbI KoJIU(pOpMHEIE
OakTepuH)
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ﬁ)CT 7702.2.6 Msco ITHIIBL, CYOIIPO-AYKTHI H yiedurpenymmpy [He o6Hapyxerbi-
1101y pabpHKa-Tel U3 Msica ITHITET LIHE 0OHapYKEHEI
OCTPHIUH
['OCT 32064 [IponykTEI nmuImeBbIe 10.5 baxrepun He oGHapy:xeHBI-
ceMelcTBa OOHAPYIKEHBI
Enterobacteriaceac
['OCT 33491 KrciiomMonoyssie npoxykrer, oboramennse |10.5 0401 20 budunodaxrepun (menee 1-104 -
n. 7 Onupunodaxrepusmu Gupurym 0403 90 1,5-108)KOE/cm3 (1)
['OCT 33924 Kicromomounbie npomykTsl, o6oramennse [10.5 0401 20 Budunodakrepun  |(Menee 1-104 -
Oudnodakrepusmu Gudumym 0403 90 1,5-108)KOE/cM3 (1)
['OCT 33951 Moroko u MoJIOUHas TPORYKIHs 10.5 0401 20 Monounokucnele  (menee 1-106 -1,1- 1010)
m. 8 0403 90 OakTepuu KOE/cM3 (1)
FOCT 150 7218 [IpotyKTEI nuIIEBEIE 1 KOpMa JUIst 10.1 0201-0210 KMA®AEM 1-9.9x-10n KOE/r (¢m3)
m.10.2 PKHBOTHBIX 10.2 0301-0307
10.3 0401-0406
m.10.4 104 R g T e menee 1-101-1,5-103)
10.5 0801-0814 KOE/cum3 (r)
10.6 0901-0910
10.7 1901-1905
n.10.4 10.8 2009 [ LiecueBbie rpubn1 (menee 1-101 -
10.12 2102-2104 > 102)KOE/em3 (r)
MVYK 4.2.3144 [IpoxyKTe! 11st uTanus nereil pannero 10.86 0401 Cronobacter spp.  (OTCyTCTBHE —IpHCYTCTBHE
JlononHenus u u3MeHeHus K BO3pacra 0402 Enterobacter
MVK 4.2.2428-08; 11. 6 sakazakii)
OCT P 54354 Msico u MACHBIE NPOYKTEI 10.11 1602 KMA®AEM 1 -9,9x-10n KOE/r (cm3)
n. 8.2 10.12 1604
m.8.3.1 10.13 1605 bakrepun pona He o6HapyxensI-
10.20 0210 Salmonella 0OHapyKeHbI o
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. 8.4.1 10.39 305 isteria He o6uapyensI-
10.86 0306 monocytogenes 0OHapYKeHE!
.8.5.1 0307 DHTEPOKOKKH He obnapy:xeHsI-
0701-0714 OOHapyKeHbI
1. 8.6 BI'KTI He o6HapyxeHsI-
KOIH(OpPMEI) OOHapyXeHbI
1. 8.7.1 Escherichia coli  [He o6uapyxenpi-
0OHApYKEHbI
. 8.8.1 Koarynazomnomnosxwur He o6uapyskens-
CIIbHBIE 0OHapyKeHBI
CTaQHIOKOKKH H
Staphylococcus
aureus
n.8.9 Bacillus cereus  [He o6Hapyxens-
0OHApYKEHBI
1. 8.10 Cynspurpenyuupy [He o6Hapyxens-
FOIIHE KIIOCTPHINH (0OHADYKEHBI
. 8.11 Bakrepuu ponia He o6Hapy:xeHbI-
Proteus 0OHapy KeHBI
. 8.12 Yersinia He oOnapykeHbI-
enterocolitica OOHapyKEeHEI
. 8.14.1 Monounokucieie  (menee 1-106 -
MHK-poopranusms! (1,5-1011)KOE//r(cm3)
85. 'OCT 31903 [ IueBbie mporyKThI 10.1 0201-0210  [[Menummmms OTcyTCcTBHE—
10.5 0401-0402  |AuTHOHOTHKH IIPUCYTCTBHE
10.8 0407-0408  freTpanmKIHOBO
rPYIIIBI
86. ["OCT P 54755 [TnmeBsie MpoxyKTHI 11.07 2202 baxTepun Buja Ot1cyTcTBHE—
10.1-10.8 Pseudomonas IIPHCYTCTBHE
L aeruginosa
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87.

OCT ISO/TS 21872-1 HINEBbIE POIYKTHI X KOpMa JUist 10.20 301 Vibrio menee 1-101 -1,5-102)
PKHBOTHBIX 10.20.1 0302 parahaemolyticus [ KOE/em3 (1)
10.20.2 0303
10.20.3 0304
0305
0306
0307

I'naBneiii Bpau Coumnckoro ¢uamana
DBY3 «lleHTp rUrHEHBI U SIHAEMUOIOIHH

B KpacHoznapckom kpaey

H.C. Komaposa
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